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anatomical structure morphogenesis
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negative regulation of nitric oxide biosynthetic process

R Y (T § ||.|I.J_Ili||l.|..|

l-"'1‘|"lll'|-|]'-|'-

'II'II‘I'I]IIIII'I‘||||||||"|’" ""|II"1|I|ll||’ --

removal of superoxide radicals
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proximal/distal pattern formation

L _ JJIiLIiII. L, Il.llll.l.lll..l. I_

1y mi"|||

-

T "'lll]"||l!||'Ilr|'“|lr-'-'|"

L J
[
e®°
L)
°
e o q
p °
® °
. .
°
e ae )

# features = 14 , max =2

# features = 12 , max =2

# features = 10, max =3

R *w
[0 ° o o :
e %

# features = 23, max =2



L _llli-i_l.l Lil Illlnl_llllijjlhilllll

extracellular matrix organization

‘\|I|m Ii|||]|i|.u|||i Juflmtﬂ o ]r i““r I|Ii\‘i||f'1“l’l“il1n -

extracellular matrix disassembly

R i )L ) 1Il|1'’|l|||ri'||"|'|:|l||"-|-1-|'-|'-|-||'l-|r o

positive regulation of cytokinesis

L _ rlllil-ll_i. B JI.II_.III'Irlllll'“.'l’rr.llllrrlll.lllJ-. ______ JII-I,LlJI.I.I-IIlllILr __rlr.lllﬁirll-lr-llu - -

regulation of NIK/NF-kappaB signaling

L J“JJIi'I. ] III!__I__l_I“I.lIu_.llll.lnllu_lpu_.ll__ TR _.I.l__l._,,._..-l_rl..ll“.!.!nll“rllllllll_,l --

# features = 231, max = 11

P Sete

# features =61, max =4

.. 0....9 ..

# features =36, max =5

L A J L J
o®
L
o® ° ;
o ©
s
°¢°
a8 a8

# features = 14 , max =2



regulation of proteolysis
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retinoic acid metabolic process
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